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ttcccggcgg 



gaegaeggge 
ettcteggat 
gggactcatc 
ccgtcggcgc 
cttcaccagc 
gcccgtcgtc 
cacgctggcc 
gagcggcccg 
gctcgccgcg 
ggaccaggaa 



cctggcccct 
gtcaagggcg 
tttgtggtct 
cgtggggcga 
gccatccctc 
tgccacctgc 
gcggtcagcc 
gggcggcgga 
ctgcccctct 
attccgattt 



cgcgcacccc 
accaccggct 
cactgctggg 
cagtcagctt 
tagtgctcgt 
tettctaegt 
tggagegcat 
cgcaggcggc 
gcatcttgtt 
gcacattgga 



ggaccaagtc 
ggtgctgagc 
caacgtgtgt 
ggtgctcaac 
ggtgcgctgg 
gatgaccatg 
ggtgtgcatc 
getgetgget 
ccgcgtggtc 
ttggcccaac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



5 



cgcataggag aaatctcatg ggatgtgttt tttgtgactt tgaacttcct ggtaccagga 660 

ctggtcattg tgatcagcta ctccaagatt ttacagatca cgaaagcctc gcggaagagg 720 

cttacgctga gcttggcata ctccgagagc caccagatcc gagtgtccca gcaggactac 780 

cggctcttcc gaacgctctt cctgctcatg gtttccttct tcatcatgtg gagtcccatc 840 

atcatcacca tcctcctcat cttgatccag aacttccggc aggacctggt tatctggccg 900 

tcccttttct tctgggtggt ggccttcacg tttgccaact ccgccctaaa ccccattctg 960 

tacaacatgt cgctgttcag gagcgagtgg aggaagattt tttgctgctt ctttttccca 1020 

gagaagggag ccatttttac agaaacgtct atcaggcgaa atgacttgtc tgttatttcc 1080 

acc 1083 

<210> 10 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 10 

gtggtggcct tcacgtttg 19 

<210> 11 
<211> 19 
<212> DNA 

<213> Artificial Sequence ^ 
<220> 

<223> primer 
<400> 11 

cgctcctgaa cagcgacat 19 

<210> 12 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 
<400> 12 

caactccgcc ctaaacccca ttctgt 26 

<210> 13 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 13 

gtcgacatgt cccctgagtg tgcgcagacg acg 33 

<210> 14 
<211> 33 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> primer 
<400> 14 

gctagcttag gtggaaataa cagacaagtc att 33 

<210> 15 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 15 

tccgagtgtc ccaacaagac tac 23 

<210> 16 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 
<400> 16 

gactccacat gatgaagaag gaaa 24 

<210> 17 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 
<400> 17 

ccgcacgctc ttcctgctca tg 22 

<210> 18 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer 
<400> 18 

gtggtggcct tcacgtttg 



19 



<210> 19 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> primer 
<400> 19 

cgctcctgaa cagcgacat 

<210> 20 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 
<400> 20 

caactccgcc ctaaacccca ttctgt 

<210> 21 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> miscJDNA 
<222> (20) . . (21) 

<223> n stands for deoxy thymidine 
<400> 21 

ggaccaggaa auuccgauun n 

<210> 22 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_DNA 
<222> (1) . . (2) 

<223> n stands for deoxy thymidine 
<400> 22 

nnccuggucc uuuaaggcua a 



